The deoxyribonucleic acid (D.N.A.) content of a tissue sample is, with certain reservations, a reasonable measure of the number of cells in that sample. This follows from the almost constant D.N.A. content per nucleus (Vendrely, 1955) in many types of cells in somatic tissues. Deviations from this role only occur, for instance, in cells displaying polyploidy or in multinucleate varieties, and in a few other reported instances (Vendrely, 1955) Thus, measurement of D.N.A. affords a simple means of determining the numbers of cells in samples of tissue particularly where, because of large quantities of extracellular material, e.g., milk in samples of mammary gland (Greenbaum and Slater, 1957a) , other estimations, such as total protein, bear little relation to the cellular content (Davidson and Leslie, 1950) . Measurements of ribonucleic acid (R.N.A.) do not have the same applicability but, as an approximation, the R.N.A. content of a tissue reflects the rate of protein synthesis proceeding in that tissue. For instance, the R.N.A. content of tissues such as liver, lactating mammary gland, and pancreas is much higher than that, say, of skeletal muscle or skin (see Table III Although only a few cases have been used in this study, due to the problem of obtaining suitable material, it is believed that the data presented will enable a reasonable comparison to be made between the D.N.A. and R.N.A. content of a considerable number of human tissues. This belief is strengthened by the fact that estimations have been carried out on as many as 18 tissues from the same case.
METHODS
Tissue samples (obtained at necropsy) were obtained from cases where the cause of death had involved no infection or long-standing chronic illness. The samples (approximately 1 g.) were placed in bottles containing ice-cold water for transport to the laboratory and all subsequent procedures were carried out as quickly as possible. The cold tissue samples were rapidly weighed and then homogenized in approximately 5 ml. cold water using a Turrax type homogenizer. Each tissue suspension was then transferred to stoppered centrifuging tubes and mixed with an equal volume of cold 10% trichloroacetic acid. After standing in ice for 20 min. the pellet was centrifuged down and washed twice with approximately 5 ml. cold 5% trichloroacetic acid. The pellet was then suspended in 8 ml. 5 % trichloroacetic acid and warmed at 90°C. for 20 min. to extract the nucleic acids into solution (Schneider, 1945) . After cooling, the protein residue was centrifuged down and rejected. The supernatant was filtered and used for the estimation of D.N.A. and R.N.A. Deoxyribonucleic acid was estimated by the method of Burton (1956) using suitable volumes of the supernatants (0.2 to 1-0 ml.) such that the final extinction at 600 m,u was in an accurate region of the spectrophotometer. Ribonucleic acid was measured in the 5 % trichloroacetic acid extracts by the orcinol procedure (Greenbaum and Slater, 1957b Deoxyribonucleic acid and ribonucleic acid content of human tissues obtained at necropsy Greenbaum and Slater (1957b) .
of tissue were undoubtedly present, it is believed that the values in Tables I-III give a reasonably close estimate of the nucleic acid contents of 20 human tissues. As such it is hoped that they may prove of interest.
